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HTLV-1 infection is characterized by viral latency in the 
large majority of infected cells and by the absence of vire- 
mia. These features are thought to be due to the transcrip- 
tional repression of viral expression in vivo. Specific 
protein 1 (Spl) binds to more than 1000 different cellular 
promoters and regulates the expression of numerous 
genes involved in cell proliferation, apoptosis, and differ- 
entiation. In silico analysis of the nucleotide sequence of 
the HTLV-1 LTR revealed the presence of two new poten- 
tial Spl binding sites within the R region. We demon- 
strated that the Spl and Sp3 transcription factors bound 
in vitro to these sites by EMSAs and supershift experi- 
ments. We also performed competition assays with a 
probe corresponding to a Spl binding site consensus in 
order to compare Spl binding affinity for the four pre- 
viously reported and the two newly identified Spl-binding 
sites located in the HTLV-1 promoter. Point mutations of 
the known and newly identified Spl sites were introduced 
in the HTLV-I LTR cloned in either the sense or the anti- 
sense orientation in the context of an episomal reporter 
vector. We demonstrated that the Spl sites interfered with 
both the sense transcription from the 5'LTR and the anti- 
sense transcription from the 3'LTR (necessary for HBZ 
expression in vivo). ChIP experiments to evaluate in vivo 
Spl binding to the HTLV-I LTR U3 region are currently 
under investigation. Our results demonstrate the presence 
of two new functional Spl binding sites located in the 
R region of the HTLV-I LTR. 


t Contributed equally 

laboratory of Molecular Virology, Institut de Biologie et de IVledecine 
Moleculaires (IBMIVl), Universite Libre de Bruxelles (ULB), Gosselies, Belgium 
Full list of author information is available at the end of the article 


Authors' details 

Yaboratory of Molecular Virology, Institut de Biologie et de Medecine 
IVloleculaires (IBMM), Universite Libre de Bruxelles (ULB), Gosselies, Belgium. 
^Institut Universitaire de Technologie Louis Pasteur de Schiltigheim, 
University of Strasbourg, Schiltigheim, France. 

Published: 7 January 2014 


doi:l 0.1 1 86/1 742-4690-1 1 -SI -PI 08 
Cite tliis article as: Van Driessche et al: Identification and 
characterization of new Spl sites located in the R region of the 
Human T-lymphotropic virus 1 (HTLV-1) long terminal repeat. 

Retrovirology 2Q] A 11(Suppl 1):P108. 


Submit your next manuscript to BiolVled Central 
and tal<e full advantage of: 

• Convenient online submission 

• Thorough peer review 

• No space constraints or color figure charges 

• Immediate publication on acceptance 

• Inclusion In PubMed, CAS, Scopus and Google Scholar 

• Research which Is freely available for redistribution 


Submit your manuscript at 
www.biomedcentral.com/submit 


Ob* 


BioMed Central 


o 


Bion/led Central 


© 2014 Van Driessche et al; licensee BioMed Central Ltd. This is an Open Access article distributed under the terms of the Creative 
Commons Attribution License {http;//creativecommons.org/licenses/by/2.0), which permits unrestricted use, distribution, and 
reproduction in any medium, provided the original work is properly cited. The Creative Commons Public Domain Dedication waiver 
(http://creativecommons.0rg/publicdomain/zero/l.O/) applies to the data made available in this article, unless otherwise stated. 


